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RADIO TRANSMISSION DEVICE AND
RADIO COMMUNICATION METHOD

CROSS REFERENCE TO RELATED
APPLICATIONS

This is a continuation application of application Ser. No.
12/672,256 filed Feb. 4, 2010, which is a 371 application of
PCT/IP2008/002151 filed Aug. 7, 2008, which is based on
Japanese Application No. 2007-207186 filed Aug. 8, 2007
and Japanese Application No. 2007-279224 filed Oct. 26,
2007, the entire contents of each of which are incorporated by
reference herein.

TECHNICAL FIELD

The present invention relates to a wireless transmitting
apparatus and wireless communication method using
CAZAC (Constant Amplitude and Zero-Autocorrelation
Code) sequences such as ZC (Zadoff-Chu) sequences or
sequences corresponding to CAZAC sequences, as reference
signals.

BACKGROUND ART

In 3GPP LTE (3rd Generation Partnership Project Long-
Term Evolution), RS’s (Reference Signals) are used to esti-
mate an uplink or downlink channel. Here, RS’s include a
DM (DeModulation)-RS used for channel estimation for data
demodulation and an SRS (Sounding RS) used for channel
quality estimation for frequency scheduling.

In an uplink of 3GPP LTE, a plurality of bandwidths are
studied as an RS bandwidth. In Non-Patent Document 1,
studies are underway to transmit a DM-RS by the same band-
width as the data transmission bandwidth. Also, in Non-
Patent Document 2, studies are underway to transmit an SRS
by three bandwidths of 1.25 MHz, S MHz and 10 MHz. Here,
the following explanation presumes that the transmission
bandwidth and the number of RB’s (Resource Blocks) are
Synonymous.

Also, in 3GPP LTE, studies are underway to use a ZC
sequence, which is akind ofa CAZAC sequence, as an uplink
RS. The time domain representation of a ZC sequence is
represented by following equation 1.

(Equation 1)

10

15

20

25

30

35

40

—2nr (ktk +1) .
exp{ N ( 3 +pk]}, when N is odd, k=0,1,... ,N-1
fr(k): _].27”_ k2
exp| ——| = + pk|;, when N is even, k=0,1,... ,N-1
N 2

Here, N is the sequence length, r is the ZC sequence num-
ber in the time domain, and N and r are coprime. Also, p is an
arbitrary integer (generally p=0). Although a case will be
explained below where the sequence length N is an odd num-
ber, a case is also possible where a sequence length N is an
even number.

A cyclic shift ZC sequence acquired by cyclically shifting
the ZC sequence represented by equation 1 in the time
domain, or ZC-ZCZ (Zadoff-Chu Zero Correlation Zone)
sequence is represented by following equation 2.

55

60

65

(Equation 2)

fomlb) = exp{ —];ﬂr((k th)(kzt mA + 1)] N pk},

,N-1

when N is odd, k=0,1, ...

Here, m is the cyclic shift sequence number, and A is the
cyclic shift value. The “+” sign may be either plus or minus.
Also, the frequency domain sequence, transformed by per-
forming Fourier transform of the time domain ZC sequence in
equation 1, is also a ZC sequence. The frequency domain
representation of a ZC sequence is represented by following

equation 3.

(Equation 3)

ity = exof RE(HE 2 i)

,N-1

when N is odd, k=0, 1, ...

Here, N is the sequence length, u is the ZC sequence
number in the frequency domain, and N and u are coprime.
Also, q is an arbitrary integer (generally g=0). Similarly,
given that cyclic shift and phase rotation form a Fourier
transform pair, a frequency domain representation of the time
domain ZC-ZCZ sequence in equation 2 is shown in follow-
ing equation 4.

(Equation 4)

—j2rufk(k +1
fumt®) = expf 2 (2

when N isodd, k=0,1,... ,

j2mA.
+qk]i ! Zlmk},

N-1

Here, N is the sequence length, u is the ZC sequence
number in the frequency domain, and N and u are coprime.
Also, m is the cyclic shift sequence number, A is the cyclic
shift interval, and q is an arbitrary integer (generally, q=0).

With the ZC-ZCZ sequence represented by equation 4, two
kinds of sequences of different sequence numbers (u) and
sequences of different cyclic shift values (Am), can be used
for an RS (see FIG. 1). Here, sequences of different sequence

numbers are semi-orthogonal (i.e. low-correlation and sub-
stantially orthogonal) to each other. On the other hand,
sequences of different cyclic shift values are orthogonal to
each other and therefore have good cross-correlation charac-
teristics between sequences. Here, given the characteristics of
CAZAC sequences, sequences of different cyclic shift values
make it easy to provide orthogonality between cells between
which frame synchronization is established.

Next, a specific method of generating an RS based on
different transmission bandwidths (i.e. different numbers of
RB’s) will be described. Generally, (N-1) sequences can be
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generated from a ZC sequence of a prime-number sequence
length N, so that it is possible to increase a sequence reuse
factor compared to a case where the sequence length N is not
a prime number. However, for example, in the system dis-
closed in Non-Patent Document 3, multiples of 12 subcarriers
(corresponding to 1 RB) are determined as the number of
subcarriers in the transmission band, and, if a ZC sequence of
aprime-number sequence length is adopted, the ZC sequence
length and the number of subcarriers in the transmission band
do not match. To be more specific, when the transmission
band is 2 RB’s, although the number of subcarriers is 24,
prime numbers close to 24 are 23 and 29, so that the ZC
sequence length is 23 or 29.

Here, as a method of matching a ZC sequence of a prime-
number sequence length N to the number of subcarriers in the
transmission band, Patent Document 1 discloses cyclic exten-
sion and truncation. As shown in FIG. 2, cyclic extension
refers to the method of using the maximum prime number as
the sequence length, among the prime numbers less than the
number of subcarriers in the transmission band, and, accord-
ing to the number of subcarriers in the transmission band,
copying the head part of the ZC sequence and attaching the
head part to the tail end of that ZC sequence. On the other
hand, truncation refers to the method of using the minimum
prime number as the sequence length, among the prime num-
bers greater than the number of subcarriers in the transmis-
sion band, and, according to the number of subcarriers in the
transmission band, removing part over the number of subcar-
riers from that ZC sequence.

Also, in Non-Patent Document 3, studies are underway to
adopt, as the sequence length (N), the minimum prime num-
ber closest to the number of subcarriers, on a per transmission
bandwidth (i.e. the number of RB’s) basis. For example,
when truncation is adopted, the sequence length is 13 in a
bandwidth of 1 RB (i.e. 12 subcarriers), the sequence length
is 29 in a bandwidth of 2 RB’s (i.e. 24 subcarriers), and the
sequence length is 37 in a bandwidth of 3 RB’s (i.e. 36
subcarriers).

Patent Document 1: U.S. Patent Application Laid-Open No.

20050226140, specification
Non-Patent Document 1: TS36.211V1.1.0,3GPPTSGRAN,

“Physical Channels and Modulation (Release 8)”
Non-Patent Document 2: NTT DoCoMo, Fujitsu, Mitsubishi

Electric, NEC, Panasonic, Sharp, Toshiba Corporation,

R1-072429, “Necessity of Multiple Bandwidths for

Sounding Reference Signals”, 3GPP TSG RAN WG1

Meeting #49, Kobe, Japan, May 7-11, 2007
Non-Patent Document 3: Motorola, R1-071339, “Selection

between Truncation and Cyclic Extension for UL RS Gen-

eration”, 3GPP TSG RAN WG1 Meeting #48bis, St.

Julian’s, Malta, Mar. 26-30, 2007

DISCLOSURE OF INVENTION
Problems to be Solved by the Invention

According to the method disclosed in above Patent Docu-
ment 1, it is possible to suppress the increase of cross corre-
lation between ZC sequences of the same sequence length to
the minimum extent. However, because ZC sequences of
different sequence lengths are transmitted between adjacent
cells, as shown in FIG. 3, low cross correlation is not ensured
between ZC sequences of different sequence lengths N’s,
which causes mutual interference and degrades receiving per-
formance significantly. Here, the above problem occurs not
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only between adjacent cells, but also occurs when ZC
sequences of different sequence lengths are transmitted in a
cell.

For example, if cell #1 uses sequence length N(b) and cell
#2 uses sequence length N(c), low cross correlation cannot be
maintained. Further, there is a case where cross correlation
becomes extremely high depending on a combination of
sequence numbers r’s of ZC sequences, which causes signifi-
cant error in channel estimation and degrades the receiving
performance significantly.

Further, because varying sequence lengths N(x) (x=a,
b, ... ) are used on a per transmission bandwidth (i.e. the
number of RB’s) basis, when the number ofkinds of available
bandwidths increases, the number of ZC sequences used in a
system increases in a wireless communication terminal appa-
ratus and wireless communication base station apparatus.
Therefore, as shown in FIG. 4, the circuit scale of, for
example, a memory for storing ZC sequences increases, and
the amount of calculations required for sequence generation
increases.

It is therefore an object of the present invention to provide
a wireless transmitting apparatus and wireless communica-
tion method for reducing interference between sequences and
reducing the circuit scale and the amount of calculations even
in the case of transmitting RS’s by different transmission
bandwidths.

Means for Solving the Problem

The wireless transmitting apparatus of the present inven-
tion employs a configuration having: a sequence length deter-
mining section that holds an association relationship associ-
ating a basic sequence length per a plurality of transmission
bandwidths to which a reference signal is allocated, deter-
mines a basic sequence length associated with a transmission
bandwidth indicated by acquired transmission bandwidth
information, and determines a difference between the deter-
mined basic sequence length and the transmission bandwidth
indicated by the transmission bandwidth information, as a
number of cyclic extension and truncation symbols; a
sequence generating section that generates a constant ampli-
tude and zero-autocorrelation code sequence of the deter-
mined basic sequence length; a cyclic extension and trunca-
tion processing section that performs one of cyclic extension
processing and truncation processing on the constant ampli-
tude and zero-autocorrelation code sequence of the basic
sequence length, based on the transmission bandwidth indi-
cated by the transmission bandwidth information and the
number of cyclic extension and truncation symbols; and a
transmitting section that transmits the constant amplitude and
zero-autocorrelation code sequence subjected to one of the
cyclic extension processing and the truncation processing, as
a reference signal.

The wireless transmitting apparatus of the present inven-
tion employs a configuration having: a transmission band-
width determining section that determines a transmission
bandwidth; a sequence generating section that generates a
constant amplitude and zero-autocorrelation code sequence
of a basic sequence length associated with the determined
transmission bandwidth; and a transmitting section that trans-
mits the sequence generated in the sequence generating sec-
tion, in which the sequence generating section generates a
constant amplitude and zero-autocorrelation code sequence
of'a common basic sequence length between R transmission
bandwidths (where R is a natural number equal to or greater
than 2).
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The wireless communication method of the present inven-
tion includes: a sequence length determining step of holding
an association relationship associating a basic sequence
length per a plurality of transmission bandwidths to which a
reference signal is allocated, determining a basic sequence
length associated with a transmission bandwidth indicated by
acquired transmission bandwidth information, and determin-
ing a difference between the determined basic sequence
length and the transmission bandwidth indicated by the trans-
mission bandwidth information, as a number of cyclic exten-
sion and truncation symbols; a sequence generating step of
generating a constant amplitude and zero-autocorrelation
code sequence of the determined basic sequence length; a
cyclic extension and truncation processing step of performing
one of cyclic extension processing and truncation processing
on the constant amplitude and zero-autocorrelation code
sequence of the basic sequence length, based on the transmis-
sion bandwidth indicated by the transmission bandwidth
information and the number of cyclic extension and trunca-
tion symbols; and a transmitting step of transmitting the con-
stant amplitude and zero-autocorrelation code sequence sub-
jected to one of the cyclic extension processing and the
truncation processing, as a reference signal.

Advantageous Effect of the Invention

According to the present invention, even in the case of
transmitting an RS with different transmission bandwidths, it
is possible to reduce interference between sequences and
reduce the circuit scale and the amount of calculations.

BRIEF DESCRIPTION OF DRAWINGS

FIG. 1 shows ZC sequences that can be used as reference
signals;

FIG. 2 illustrates cyclic extension and truncation;

FIG. 3 shows cross correlation between ZC sequences of
different sequence lengths N’s;

FIG. 4 illustrates an increase in the circuit scale of, for
example, a memory for storing ZC sequences;

FIG. 5 is a block diagram showing the configuration of a
terminal according to Embodiment 1 ofthe present invention;

FIG. 6 is a block diagram showing the configuration of a
base station according to Embodiment 1 of the present inven-
tion;

FIG. 7 illustrates a sequence length determining section
shown in FIG. 5 and FIG. 6 in detail;

FIG. 8 is a block diagram showing another configuration
inside an RS generating section shown in FIG. 5;

FIGS. 9A, 9B, and 9C are block diagrams showing another
configuration inside an RS generating section shown in FIG.
5;

FIG. 10 illustrates a sequence length determining section
according to Embodiment 2 of the present invention in detail;

FIG. 11 illustrates a sequence length determining section
according to Embodiment 3 of the present invention in detail;

FIG. 12 illustrates a state where a ZC sequence is allocated
to an SRS subject to distributed FDM transmission;

FIGS. 13A and 13B illustrate a state where a PUCCH is
subjected to FDM multiplexing at both ends of a system band;

FIG. 14 illustrates a state where an SRS transmission band-
width varies depending on the increase or decrease in the
transmission bandwidth of a PUCCH;

FIG. 15 illustrates a state where distributed FDM transmis-
sion is performed using a variable SRS transmission band-
width;
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FIG. 16 shows a position in which cyclic extension or
truncation is performed;

FIG. 17 shows a position in which cyclic extension or
truncation is performed;

FIG. 18 shows the relationships between the transmission
bandwidth (the number of RB’s), the number of transmission
subcarriers and the sequence length;

FIG. 19 shows the relationships between the basic
sequence length, the number of subcarriers in a transmission
bandwidth and the number of cyclic extension and truncation
symbols, according to Embodiment 6 of the present inven-
tion;

FIGS. 20A and 20B illustrate a state where a ZC sequence
of the basic sequence length is transmitted by distributed
FDM of RPF=3;

FIG. 21 shows the relationships between the transmission
bandwidth (the number of RB’s), the number of transmission
subcarriers and the sequence length;

FIG. 22 shows the relationships between the basic
sequence length, the number of subcarriers in the transmis-
sion bandwidth and the number of cyclic extension and trun-
cation symbols, according to Embodiment 7 of the present
invention; and

FIGS. 23 A and 23B illustrate a state where transmission is
not performed for symbols beyond the possible number of
cyclic extension or truncation symbols.

BEST MODE FOR CARRYING OUT THE
INVENTION

Embodiments of the present invention will be explained
below in detail with reference to the accompanying drawings.

Embodiment 1

The configuration of terminal 100 according to Embodi-
ment 1 of the present invention will be explained using FIG.
5. RF receiving section 102 performs receiving processing
such as down-conversion and A/D conversion on a signal
received via antenna 101, and outputs the signal subjected to
receiving processing to demodulating section 103. Demodu-
lating section 103 performs equalization processing and
demodulation processing on the signal outputted from RF
receiving section 102, and outputs the signal subjected to
these processing to decoding section 104. Decoding section
104 performs decoding processing on the signal outputted
from demodulating section 103, and extracts a data signal and
control information. In the extracted control information,
transmission bandwidth information (i.e. the number of
RB’s) is outputted to sequence length determining section
105, and RB allocation information is outputted to mapping
section 109.

Sequence length determining section 105 determines the
sequence length of a ZC sequence and the number of symbols
subject to cyclic extension or truncation (hereinafter “the
number of cyclic extension and truncation symbols™), based
on the transmission bandwidth information (about the num-
ber of RB’s) outputted from decoding section 104. The deter-
mined sequence length of the ZC sequence is outputted to ZC
sequence generating section 107, and the number of cyclic
extension and truncation symbols is outputted to cyclic exten-
sion and truncation processing section 108.

RS generating section 106 is provided with ZC sequence
generating section 107, cyclic extension and truncation pro-
cessing section 108, mapping section 109, IFFT section 110
and cyclic shift section 111, and generates an RS based on the
sequence length of the ZC sequence outputted from sequence
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length determining section 105 and the sequence number
information of ZC sequence included in control information,
and outputs the RS to multiplexing section 117. The configu-
ration inside RS generating section 106 will be explained
below.

ZC sequence generating section 107 generates a ZC
sequence represented in the frequency domain (see equation
3) using, for example, sequence number information and the
sequence length outputted from sequence length determining
section 105, and outputs the result to cyclic extension and
truncation processing section 108.

Cyclic extension and truncation processing section 108
performs cyclic extension processing or truncation process-
ing on the ZC sequence outputted from ZC sequence gener-
ating section 107, based on the number of cyclic extension
and truncation symbols outputted from sequence length
determining section 105, and outputs the result to mapping
section 109.

Mapping section 109 maps the ZC sequence outputted
from cyclic extension and truncation processing section 108
in a band corresponding to the transmission band of the ter-
minal, based on the RB allocation information outputted from
decoding section 104, and outputs the mapped ZC sequence
to IFFT section 110. IFFT section 110 performs IFFT (In-
verse Fast Fourier Transform) processing on the ZC sequence
outputted from mapping section 109, and outputs the ZC
sequence subjected to IFFT processing to cyclic shift section
111. Cyclic shift section 111 applies a cyclic shift to the ZC
sequence outputted from IFFT section 110, and outputs the
result to multiplexing section 117.

Encoding section 112 encodes transmission data and out-
puts the encoded data to modulating section 113. Modulating
section 113 modulates the encoded data outputted from
encoding section 112, and outputs the modulated signal to
DFT section 114. DFT section 114 performs DFT (Discrete
Fourier Transform) processing on the modulated signal out-
putted from modulating section 113, transforms the time
domain signal into a frequency domain signal, and outputs the
transformed frequency domain signal to RB allocating sec-
tion 115. RB allocating section 115 allocates the signal out-
putted from DFT section 114 to an RB and outputs the signal
allocated to the RB, to IFFT section 116. IFFT section 116
performs IFFT processing on the signal outputted from RB
allocating section 115, and outputs the signal subjected to
IFFT processing to multiplexing section 117.

Multiplexing section 117 time-multiplexes the transmis-
sion data outputted from IFFT section 116 and the ZC
sequence (i.e. RS) outputted from cyclic shift section 111,
and outputs the multiplexed signal to RF transmitting section
118. Here, the multiplexing method in multiplexing section
117 is not limited to time multiplexing, and it is equally
possible to adopt frequency multiplexing, code multiplexing
and 1Q multiplexing on the complex space.

RF transmitting section 118 performs transmission pro-
cessing such as D/A conversion, up-conversion and amplifi-
cation on the multiplexing signal outputted from multiplex-
ing section 117, and transmits by radio the signal subjected to
transmission processing from antenna 101.

Next, the configuration of base station 150 according to
Embodiment 1 of the present invention will be explained
using FIG. 6. Encoding section 151 encodes transmission
data and control signal, and outputs the encoded data to
modulating section 152. Modulating section 152 modulates
the encoded data and outputs the modulated signal to RF
transmitting section 153. RF transmitting section 153 per-
forms transmission processing such as D/A conversion, up-
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conversion and amplification on the modulated signal, and
transmits by radio the signal subjected to transmission pro-
cessing from antenna 154.

RF receiving section 155 performs reception processing
such as down-conversion and A/D conversion on a signal
received via antenna 154, and outputs the signal subjected to
reception processing to demultiplexing section 156. Demul-
tiplexing section 156 demultiplexes the signal outputted from
RF receiving section 155 into the RS, the data signal and the
control signal, and outputs the RS to DFT section 157, and the
data signal and the control signal to DFT section 167.

DFT section 157 performs DFT processing on the RS
outputted from demultiplexing section 156, converts the time
domain signal into a frequency domain signal, and outputs the
transformed frequency domain RS to demapping section 159
in channel estimating section 158.

Channel estimating section 158 is provided with demap-
ping section 159, dividing section 160, IFFT section 161,
masking processing section 162 and DFT section 163, and
estimates a channel based on the RS outputted from DFT
section 157. The configuration inside channel estimating sec-
tion 158 will be explained below in detail.

Demapping section 159 extracts part corresponding to the
transmission band of each terminal from the signal outputted
from DFT section 157, and outputs the extracted signals to
dividing section 160. Dividing section 160 divides the signals
outputted from demapping section 159 using a ZC sequence
outputted from cyclic extension and truncation processing
section 166, and outputs the division result (i.e. correlation
value) to IFFT section 161. IFFT section 161 performs IFFT
processing on the signal outputted from dividing section 160,
and outputs the signal subjected to IFFT processing to mask-
ing processing section 162.

Masking processing section 162 extracts the correlation
value in the interval (i.e. detection window) in which there is
the correlation value of the desired cyclic shift sequence, by
performing masking processing on the signal outputted from
IFFT section 161 based on the cyclic shift value allocated to
terminal 100, and outputs the extracted correlation value to
DFT section 163.

DFT section 163 performs DFT processing on the correla-
tion value outputted from masking processing section 162,
and outputs the correlation value subjected to DFT processing
to frequency domain equalization section 169. Here, the sig-
nal outputted from DFT section 163 represents the channel
frequency response.

Sequence length determining section 164 determines the
sequence length of the ZC sequence and the number of cyclic
extension and truncation symbols of the ZC sequence based
on transmission bandwidth (i.e. the number of RB’s) infor-
mation outputted from a scheduler (not shown), outputs the
determined sequence length to ZC sequence generating sec-
tion 165 and outputs the number of cyclic extension and
truncation symbols to cyclic extension and truncation pro-
cessing section 166.

ZC sequence generating section 165 generates a ZC
sequence represented in the frequency domain (i.e. repre-
sented by equation 3) using, for example, the sequence length
outputted from sequence length determining section 164 and
sequence number information included in control informa-
tion, and outputs the result to cyclic extension and truncation
processing section 166.

Cyclic extension and truncation processing section 166
performs cyclic extension processing or truncation process-
ing on the ZC sequence outputted from ZC sequence gener-
ating section 165, based on the number of cyclic extension
and truncation symbols outputted from sequence length
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determining section 164, and outputs the result to dividing
section 160. Here, assume that the terminal and the base
station share the relationship between the transmission band-
width (i.e. the number of RB’s) and the sequence length (i.e.
the basic sequence length).

DFT section 167 performs DFT processing on the data
signal and control signal outputted from demultiplexing sec-
tion 156, transforms the time domain signals into frequency
domain signals, and outputs the transformed frequency
domain data signal and control signal to demapping section
168.

Demapping section 168 extracts the data signal and control
signal in the region corresponding to the transmission band of
each terminal, from the signals outputted from DFT section
167, and outputs the extracted signals to frequency domain
equalization section 169.

Frequency domain equalization section 169 performs
equalization processing on the data signal and control signal
outputted from demapping section 168, using the signal (i.e.
channel frequency response) outputted from DFT section 163
in channel estimating section 158, and outputs the signals
subjected to equalization processing to IFFT section 170.

IFFT section 170 performs IFFT processing on the data
signal and control signal outputted from frequency domain
equalization section 169, and outputs the signals subjected to
IFFT processing to demodulating section 171. Demodulating
section 171 performs demodulation processing on the signals
subjected to IFFT processing, and outputs the signal sub-
jected to demodulation processing to decoding section 172.
Decoding section 172 performs decoding processing on the
signals subjected to demodulation processing, and extracts
received data.

Here, if the base station needs not have masking processing
section 162 if notusing a cyclic shift sequence. Also, although
a case has been described above where the base station per-
forms equalization processing of received data in the fre-
quency domain, it is equally possible to perform equalization
processing in the time domain.

Next, sequence length determining sections 105 and 164
described above will be explained in detail. As shown in FIG.
7, sequence determining sections 105 and 164 hold the asso-
ciation relationships between the transmission bandwidth
and the sequence length. According to these association rela-
tionships, single basic sequence lengths are set for a plurality
of transmission bandwidths, respectively. In the example
shown in FIG. 7, a single sequence length N(b) is set between
transmission bandwidths “a,” “b”” and “‘c.” Here, the sequence
length N(b) is the maximum prime number less than the
number of subcarriers in the transmission bandwidth “b.”
Similarly, a single sequence length N(e) is set between trans-
mission bandwidths “d,” “e” and “f” and a single sequence
length N(h) is set between transmission bandwidths “g,” “h”
and “i.”” That is, in this case, three transmission bandwidths
are grouped, and these groups are associated with respective
basic sequence lengths.

Upon acquiring transmission bandwidth information,
sequence length determining sections 105 and 164 determine
a sequence length associated with the acquired transmission
bandwidth information. Here, based on the magnitude rela-
tionship between the acquired transmission bandwidth infor-
mation and the basic sequence length, whether cyclic exten-
sion processing or truncation processing is performed on the
ZC sequence is identified. That is, it is identified that cyclic
extension processing is performed when transmission band-
width information is longer than the basic sequence length
and that truncation processing is performed when transmis-
sion bandwidth information is shorter than the basic sequence
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length. Further, the difference between the transmission
bandwidth and the basic sequence length, that is, the number
of cyclic extension and truncation symbols, is found. Here,
when the transmission bandwidth information corresponds to
the basic sequence length, although it is possible to identify to
perform cyclic extension processing or perform truncation
processing, the number of cyclic extension and truncation
symbols is 0.

For example, when acquired transmission bandwidth
information indicates the transmission bandwidth “a,”
sequence length determining sections 105 and 164 determine
the sequence length N(b) associated with the transmission
bandwidth “a,” and find the number of truncation symbols
because the transmission bandwidth “a” is shorter than the
sequence length N(b). Also, when acquired transmission
bandwidth information indicates transmission band “c,”
sequence length determining sections 105 and 164 determine
the sequence length N(b) associated with the transmission
bandwidth “c,” and find the number of cyclic extension sym-
bols because the transmission bandwidth “c” is longer than
the sequence length N(b).

Also, instead of calculating the difference between the
transmission bandwidth and the basic sequence length, that
is, instead of calculating the number of cyclic extension and
truncation symbols in sequence length determining sections
105 and 164, it is equally possible to find a sequence length
and the number of cyclic extension and truncation symbols by
providing, for example, a table for determining a sequence
length and the number of cyclic extension and truncation
symbols from transmission bandwidth information.

Also, although the basic sequence length is set with the
sequence length of the center bandwidth among a plurality of
transmission bandwidths, the present invention is not limited
to this, and it is equally possible to set the basic reference
length with N(a) or N(c). Also, it is equally possible to set a
sequence length other than N(a), N(b) and N(c), with the basic
sequence length.

Also, although both cyclic extension and truncation are
used for the increase or decrease in the transmission band-
width, it is equally possible to use only cyclic extension or
only truncation. That s, it is possible to set the basic sequence
length with the shortest transmission bandwidth among a
plurality of transmission bandwidths and apply only cyclic
extension. For example, in FIG. 7, N(a) is used as the basic
sequence length instead of N(b), and only cyclic extension is
used for the increase or decrease in the transmission band-
width. By contrast, it is possible to set the basic sequence
length with the longest transmission bandwidth and apply
only truncation. For example, in FIG. 7, N(a) is used as the
basic sequence length instead of N(b), and only cyclic exten-
sion is used for the increase or decrease in the transmission
bandwidth.

Also, although cyclic extension or truncation is used for the
increase or decrease in the transmission bandwidth, it is
equally possible to use zero padding for allocating “0,”
instead of cyclic extension. That is, for the subcarriers in the
transmission bandwidth, “0” is assigned to subcarriers
beyond the sequence length. Here, it is equally possible to use
both cyclic extension and zero padding instead of using cyclic
extension alone.

Also, although three kinds of transmission bandwidths are
generated from a ZC sequence of a single basic sequence
length, the present invention is not limited to this, and, for
example, it is equally possible to generate five kinds of trans-
mission bandwidths by a ZC sequence of a single basic
sequence length. Further, it is not necessary to equally group
three kinds or five kinds each. For example, it is possible to
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provide a range in which three kinds of transmission band-
widths are generated by a ZC sequence of a single basic
sequence length and a range in which five kinds of transmis-
sion bandwidths are generated by a ZC sequence of a single
basic sequence length.

Thus, according to Embodiment 1, by associating a single
basic sequence length with a plurality of transmission band-
widths and by performing cyclic extension processing or
truncation processing on a ZC sequence based on a desig-
nated transmission bandwidth and the basic sequence length
associated with this transmission bandwidth, even when RS’s
are transmitted using different transmission bandwidths
between adjacent cells, it is possible to maintain low cross
correlation in the basic sequence length part between
sequences having the same basic sequence length, so that it is
possible to reduce interference given to adjacent cells. There-
fore, it is possible to improve the accuracy of channel estima-
tion.

Further, it is possible to reduce the number of different
sequence lengths, so that it is possible to reduce the circuit
scale of, for example, the memory for storing sequence
lengths, and reduce the amount of calculations required for
sequence generation. Further, it is possible to reduce infor-
mation indicating sequence numbers of ZC sequences in
addition to sequence length information.

Also, although the CM (Cubic Metric)/PAPR (Peak to
Average Power Ratio) characteristic increases significantly
by repeating the same ZC sequence several times in the fre-
quency domain, when only part of a ZC sequence is subjected
to cyclic extension or truncation, it is possible to maintain the
low CM/PAPR characteristic.

Also, although a case has been described above with the
present embodiment where RS generating section 106 in a
terminal is as shown in FIG. 5, it is equally possible to employ
the configuration shown in FIG. 8. RS generating section 106
shown in FIG. 8 has a phase rotation section after a cyclic
extension and truncation processing section. Instead of per-
forming a cyclic shift in the time domain, this phase rotation
section performs phase rotation, which is equivalent process-
ing to cyclic shift. Also, although those reference signal gen-
erating sections employ a configuration where ZC sequences
are generated in the frequency domain, as shown in FIGS. 9A
to 9C, it is equally possible to employ a configuration where
ZC sequences are generated in the time domain, and, in this
case, a DFT section is provided after a ZC sequence generat-
ing section or after a cyclic shift section. Here, if a cyclic shift
sequence is not used, it is not necessary to provide a cyclic
shift section or a phase rotation section.

Also, although a single carrier FDMA (Frequency Division
Multiplexing Access) configuration has been described above
with the present embodiment, it is equally possible to employ
an OFDM (Orthogonal Frequency Division Multiplexing)
configuration.

Embodiment 2

A case will be explained with Embodiment 2 of the present
invention where, when the transmission bandwidth is longer,
the number of transmission bandwidths R increases which
can be generated by a ZC sequence of a single basic sequence
length (where R is a natural number equal to or greater then
2). Here, when a transmission bandwidth is shorter than a
certain value, a ZC sequence is generated using a specific
basic sequence length on a per transmission bandwidth basis.
When the transmission bandwidth is longer than a certain
value, the number of transmission bandwidths that are gen-
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erated from a ZC sequence of a single basic sequence length,
may be R (where R is a natural number equal to or greater than
2).

The configurations of the terminal and base station accord-
ing to Embodiment 2 of the present invention are the same as
the configurations shown in FIG. 5 and FIG. 6 in Embodiment
1, and differ from these configurations only in part of the
functions, and different functions will be explained using
FIG. 5 and FIG. 6.

Sequence length determining section 105 in a terminal
holds relationships associating a single basic sequence length
with a smaller number of transmission bandwidths when a
transmission bandwidth is shorter and associating a single
basic sequence length with a larger number of transmission
bandwidths when a transmission bandwidth is longer. Fur-
ther, sequence length determining section 105 determines the
basic sequence length and the number of cyclic extension and
truncation symbols of a ZC sequence, based on transmission
bandwidth information (about the number of RB’s) outputted
from decoding section 104. Here, the number of cyclic exten-
sion and truncation symbols is calculated from the difference
between the transmission bandwidth and the basic sequence
length. The determined sequence length of'the ZC sequenceis
outputted to ZC sequence generating section 107, and the
number of cyclic extension and truncation symbols is output-
ted to cyclic extension and truncation processing section 108.

Similar to sequence length determining section 105 in the
terminal, sequence length determining section 164 in the base
station holds the relationships between the transmission
bandwidth and the basic sequence length, and, based on trans-
mission bandwidth information received as input from a
scheduler (not shown), determines the number of cyclic
extension and truncation symbols. The determined basic
sequence length of the ZC sequence is outputted to ZC
sequence generating section 165, and the number of cyclic
extension and truncation symbols is outputted to cyclic exten-
sion and truncation processing section 166.

Next, sequence length determining sections 105 and 164
described above will be explained in detail. As shown in FIG.
10, sequence length determining sections 105 and 164 hold
the relationship between transmission bandwidth and the
basic sequence lengths. According to these relationships, as
described above, when a transmission bandwidth is shorter, a
single basic sequence length is associated with a smaller
number of transmission bandwidths, and, when a transmis-
sion bandwidth is longer, a single basic sequence length is
associated with a larger number of transmission bandwidths.
That is, when a ZC sequence has a longer basic sequence
length, a maximum number of symbols that can be subject to
cyclic extension or truncation (hereinafter “the possible num-
ber of cyclic extension and truncation symbols™) increases,
and, when a ZC sequence has a shorter basic sequence length,
the possible number of cyclic extension and truncation sym-
bols decreases.

Here, assume that basic sequence lengths used in the sys-
tem are N(a), N(c) and N(g) (N(a)<N(c)<N(g)), and that the
maximum possible numbers of cyclic extension symbols
associated with the basic sequence lengths N(a), N(c) and
N(g) are Xa, Xc and Xg, respectively. In this case, Xa, Xc and
Xg satisfy the relationship Xa<Xc<Xg. That is, the possible
number of cyclic extension symbols (Xa, Xc or Xg) varies
depending on the transmission bandwidth. For example,
when the transmission bandwidth is 1 RB, Xa is set because
the possible number of cyclic extension symbols is small,
and, when the transmission bandwidth is 3 RB’s, the possible
number of cyclic extension symbols is Xc, which is greater
than Xa.
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Also, the maximum possible numbers of truncation sym-
bols associated with basic sequence lengths N(a), N(c) and
N(g) are up to Ya, Yc and Yg, respectively. In this case, Ya, Yc
and Yg satisfy the relationship Ya<Yc<Yg. That is, the pos-
sible number of truncation symbols (Ya, Yc and Yg) varies
depending on a transmission bandwidth.

Also, in FIG. 10, although transmission bandwidths are
divided into three groups (a, b to d, and e to 1) the present
invention is not limited to this, and it is equally possible to
divide them into two groups, four groups or more. Also,
although one kind of transmission bandwidth (only “a”),
three kinds of transmission bandwidths (only “b” to “d”) or
five kinds of transmission bandwidths (“e” ) are gener-

7322
1

e’ to
ated from a single basic sequence length, the present inven-
tion is not limited to this. Also, it is equally possible to provide
a threshold for transmission bandwidths, and, when the trans-
mission bandwidth is less than the threshold, generate a ZC
sequence by a specific basic sequence length per transmission
bandwidth, or, when the transmission bandwidth is equal to or
greater than the threshold, generate ZC sequences of a plu-
rality of transmission bandwidths from a single basic
sequence length.

Also, although a case has been described above where the
possible number of cyclic extension and truncation symbols
varies depending on the transmission bandwidth, the present
invention is not limited to this, and it is equally possible to
change the possible number of cyclic extension and trunca-
tion symbols depending on, for example, the basic sequence
length or the number of RB’s associated with the transmis-
sion bandwidth.

Also, the possible number of cyclic extension and trunca-
tion symbols may be partly the same between basic sequence
lengths. That is, Xa=Xc=Xg and Ya<Yc=Yg are both pos-
sible.

Thus, according to the present embodiment, by associating
a single basic transmission length with a smaller number of
transmission bandwidths when the transmission bandwidth is
shorter and by associating a single basic sequence length with
a larger number of transmission bandwidths when the trans-
mission bandwidth is longer, it is possible to reduce the pro-
portion of other parts than the basic sequence length part to
the basic sequence length part in a ZC sequence of a long
sequence length even when the possible number of cyclic
extension and truncation symbols increases, so that it is pos-
sible to maintain the low cross correlation characteristics and
low CM/PAPR characteristics.

Also, the circuit scale and the amount of calculations
required increase when a ZC sequence has a longer sequence
length, so that it is possible to further reduce the circuit scale
and the amount of calculations. Also, it is possible to reduce
information indicating sequence numbers of ZC sequences in
addition to sequence length information.

Embodiment 3

The configurations of the terminal and the base station
according to Embodiment 3 of the present invention are the
same as the configurations shown in FIG. 5 and FIG. 6, and
differ from these configurations only in part of the functions,
and different functions will be explained using FIG. 5 and
FIG. 6.

Sequence length determining section 105 in the terminal
holds the relationships associating a single basic sequence
length with a smaller number of transmission bandwidths
when the transmission bandwidth is shorter and associating a
single basic sequence length with a larger number of trans-
mission bandwidths when the transmission bandwidth is
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longer. Further, sequence determining section 105 deter-
mines the basic sequence length of a ZC sequence based on
transmission bandwidth information (about the number of
RB’s) outputted from decoding section 104, and determines
the number of cyclic extension and truncation symbols from
the determined basic sequence length and the transmission
bandwidth of an RS reported from the base station. In this
case, assume that the number of cyclic extension and trunca-
tion symbols is less than the possible number of cyclic exten-
sion and truncation symbols defined such that the proportion
of the basic sequence length is fixed in each transmission
bandwidth. Further, the determined basic sequence length of
the ZC sequence is outputted to ZC sequence generating
section 107, and the number of cyclic extension and trunca-
tion symbols is outputted to cyclic extension and truncation
processing section 108.

Similar to sequence length determining section 105 in ter-
minal 100, sequence length determining section 164 in the
base station holds the relationship between the transmission
bandwidth and the basic sequence lengths, determines the
basic sequence length of a ZC sequence based on transmis-
sion bandwidth information received as input from a sched-
uler (not shown), and determines the number of cyclic exten-
sion and truncation symbols from the determined basic
sequence length and the transmission bandwidth of an RS. In
this case, assume that the number of cyclic extension and
truncation symbols is less than the possible number of cyclic
extension and truncation symbols defined such that the pro-
portion of the basic sequence length is fixed. Further, the
determined basic sequence length of the ZC sequence is out-
putted to ZC sequence generating section 165, and the num-
ber of cyclic extension and truncation symbols is outputted to
cyclic extension and truncation processing section 166.

Next, sequence length determining sections 105 and 164
described above will be explained in detail. As shown in FIG.
11, sequence length determining sections 105 and 164 hold
the relationships between the transmission bandwidth and the
basic sequence length. As described in Embodiment 2,
according to these relationships, the basic sequence length is
associated with a smaller number of transmission bandwidths
when a transmission bandwidth is shorter, and the basic
sequence length is associated with a larger number of trans-
mission bandwidths when a transmission bandwidth is
longer. Further, sequence length determining sections 105
and 164 determine the number of cyclic extension and trun-
cation symbols from the above relationships between the
transmission bandwidth and the basic sequence length.

For example, as shown in FIG. 11, “the number of cyclic
extension and truncation symbols/basic sequence length
N(x)” is equalized between transmission bandwidths. That is,
when the basic sequence lengths are N(a), N(c) and N(g) and
the possible number of cyclic extension symbols are Xa, Xc
and Xg, Xa, Xc and Xg are selected such that Xa/N(a), Xc¢/N
(c) and Xg/N(g) are the same. Also, when the possible number
of truncation symbols are Ya, Yc and Yg, Ya, Yc and Yg are
selected such that Ya/N(a), Yc/N(c) and Yg/N(g) are the same.

Also, Xa/N(a), Xc/N(c) and Xg/N(g), or Ya/N(a), Yc/N(c)
and Yg/N(g) need not be match exactly, and can apply
approximate values. For example, if the possible number of
cyclic extension and truncation symbols determined by Xa/N
(a), Xc/N(c) and Xg/N(g), or by Ya/N(a), Yc/N(c) and Yg/N
(), is not an integer, it is possible to use floor(Xa/N(a)),
ceil(Xa/N(a)), round(Xa/N(a)), and so on. Here, “floor( )”
means rounding up the fraction part of the value in the paren-
thesis, “ceil( )” means rounding down the fraction part of the
value in the parenthesis, and “round( )” means rounding the



US 9,265,046 B2

15

fraction part of the value in the parenthesis, where the values
in these parentheses are integers.

Also, although a case has been described above where the
possible number of cyclic extension and truncation symbols
varies depending on the basic sequence length, the present
invention is not limited to this, and it is equally possible to
change the possible number of cyclic extension and trunca-
tion symbols depending on, for example, the transmission
bandwidth or the number of transmission RB’s associated
with the basic sequence length. That is, it is equally possible
to make equal the possible number of cyclic extension and
truncation symbols to the transmission bandwidth (i.e. the
number of RB’s).

Thus, according to Embodiment 3, by determining the
possible number of cyclic extension and truncation symbols
to make equal the proportion between the possible number of
cyclic extension and truncation symbols and the basic
sequence length N(x) in each transmission bandwidth, it is
possible to suppress the cross correlation characteristics and
CM/PAPR characteristics between sequences to a certain
level, regardless of the transmission bandwidth. Also, by
simple calculations, it is possible to acquire the basic
sequence length and the possible number of cyclic extension
and truncation symbols from given transmission bandwidth
information.

Embodiment 4

Although cases have been described above with Embodi-
ments 1 to 3 where a DM-RS is used as an RS, an example
case will be explained using an SRS with Embodiment 4 of
the present invention. Specifically, an STS subject to distrib-
uted FDM transmission will be explained. However, the con-
figurations of the terminal and the base station according to
Embodiment 4 of the present invention are the same as the
configurations shown in FIG. 5 and FIG. 6 in Embodiment 1,
and differ from these configurations only in part of the func-
tions, and different functions will be explained using FIG. 5
and FIG. 6.

Here, distributed FDM is the transmitting method of allo-
cating a ZC sequence at regular subcarrier intervals. Here,
regular subcarrier intervals are determined by RPF (RePeti-
tion Factor), and, when RPF=N, a ZC sequence is allocated at
N subcarrier intervals. For example, with distributed FDM of
RPF=2, the subcarrier interval to transmit a ZC sequence is 2,
and, consequently, a ZC sequence is transmitted in odd-num-
ber subcarriers #1, #3, #5, and so on, or in even-number
subcarriers #0, #2, #4, and so on.

Even in distributed FDM, a plurality of ZC sequences of
transmission bandwidths are generated from a single basic
sequence length. Also, in distributed FDM transmission, a ZC
sequence of the basic sequence length is allocated at regular
subcarrier intervals (RPF=N). In this case, sequence length
determining sections 105 and 164 identity to perform cyclic
extension if “the bandwidth in which a ZC sequence is allo-
cated by distributed FDM is greater than the transmission
bandwidth,” or identify to perform truncation if “the band-
width in which a ZC sequence is allocated by distributed
FDM is less than the transmission bandwidth,” to match the
transmission bandwidth. That is, depending on the increase or
decrease in the transmission bandwidth, the number of cyclic
extension and truncation symbols is determined.

In FIG. 12, RPF=2 is assumed, a ZC sequence is allocated
at two-subcarrier intervals, and a ZC sequence of the same
basic sequence length is used in cell #1 and cell #2. In this
case, cyclic extension is performed in cell #1 because the
bandwidth in which the ZC sequence is allocated is shorter
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than the transmission bandwidth, and neither cyclic extension
nor truncation is not performed in cell #2 because the band-
width in which the ZC sequence is allocated is equal to the
transmission bandwidth.

Here, if SRS transmission bandwidths of 1.25 MHz and 5
MHz are subject to distributed FDM multiplexing, a ZC
sequence of the basic sequence length for 1.25 MHz is used in
the SRS transmission bandwidth near 1.25 MHz, and a ZC
sequence of the basic sequence length for 5 MHz is used in the
SRS transmission bandwidth near 5 MHz.

Also, it is possible to apply a DM-RS or other RS’s than an
SRS, as an RS applied to distributed FDM transmission.

Thus, according to Embodiment 4, even when adjacent
cells use different SRS transmission bandwidths (i.e. the
numbers of RB’s), by using a ZC sequence of the same
sequence length between adjacent cells, it is possible to
reduce inter-symbol interference between bandwidths,
reduce the circuit scale of, for example, a memory for storing
sequences, and reduce the amount of calculations required for
sequence generation.

Embodiment 5

A case will be explained with Embodiment 5 of the present
invention where the SRS transmission bandwidth is increased
or decreased depending on the increase or decrease in the
transmission bandwidth of the PUCCH (Physical Uplink
Control Channel).

In Non-Patent Document 1 described above, as shown in
FIG. 13, studies are underway to FDM-multiplex PUCCH’s
with both ends of the system bandwidth. Here,a PUCCH is a
channel by which a terminal that does not perform data trans-
mission transmits control information, and the transmission
bandwidth of a PUCCH is increased or decreased depending
on the amount of control information. For example, FIG. 13A
illustrates a state where PUCCH’s of 2 RB’s are allocated to
both ends of the system band, and FIG. 13B illustrates a state
where PUCCH’s of 1 RB are allocated to both ends of the
system band.

On the other hand, studies are underway to transmit an SRS
in the transmission band not including the PUCCH’s. In this
case, the SRS transmission bandwidth is increased or
decreased depending on the increase or decrease in
PUCCH’s, and, if PUCCH bandwidths are different between
cells, ZC sequences of different sequence lengths may be
transmitted between cells.

The configurations of the terminals and the base station
according to Embodiment 5 of the present invention are the
same as the configurations shown in FIG. 5 and FIG. 6 in
Embodiment 1, and differ from these configurations only in
part of the functions, and different functions will be
explained.

The ZC sequence to transmit in an SRS transmission band-
width produced by the increase or decrease in the PUCCH
transmission bandwidth, is generated by adjusting the num-
ber of cyclic extension and truncation symbols. That is, SRS
transmission bandwidths varying from the (minimum) SRS
transmission bandwidth in the case of the maximum PUCCH
transmission bandwidth to the (maximum) SRS transmission
bandwidth in the case of the minimum PUCCH transmission
bandwidth, are generated from a ZC sequence of a single
basic sequence length.

For example, in FIG. 14, if the (minimum) SRS transmis-
sion bandwidth in the case of the maximum PUCCH trans-
mission bandwidth is referred to as “A” (RB) and the (maxi-
mum) SRS transmission bandwidth in the case of the
minimum PUCCH transmission bandwidth is referred to as
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“F”(RB),A (RB)to F (RB) are generated from a ZC sequence
of'asingle basic sequence length N(D). Also, sequence length
determining sections 105 and 164 identity to perform cyclic
extension when the basic sequence length is less than the SRS
transmission bandwidth, and identify to perform truncation
when the basic sequence length is greater than the SRS trans-
mission bandwidth, such that the ZC sequence matches the
SRS transmission bandwidth.

Thus, according to Embodiment 5, even when the SRS
transmission bandwidth is increased or decreased depending
on the increase or decrease in PUCCH’s, by adjusting the
number of cyclic extension and truncation symbols, it is pos-
sible to reduce interference given to adjacent cells, reduce the
circuit scale of, for example, a memory for storing sequence
lengths, and reduce the mount of calculations required for
sequence generation.

Also, it is possible to further reduce the number of trans-
mission bandwidths generated from the ZC sequence of a
single basic sequence length. For example, using a transmis-
sion bandwidth greater than A (RB), which is the minimum
SRS transmission bandwidth, as B (RB), and a transmission
bandwidth less than F (RB), which is the maximum SRS
transmission bandwidth, as E (RB), it is possible to generate
B (RB) to E (RB) from a ZC sequence of a single basic
sequence length.

Also, when an SRS transmission bandwidth is increased or
decreased depending on the increase or decrease in the
PUCCH transmission bandwidth, as shown in FIG. 15, a
combination with distributed FDM transmission described in
Embodiment 4 is equally possible. For example, upon gener-
ating A (RB) to F (RB) from a ZC sequence of a single basic
sequence length, it is preferable to use a sequence length
before distributed FDM processing, that is, one of N(A)/RPF
to N(F)/RPF, as the basic sequence length. Also, in FIG. 15,
N(D)/RPF is the basic sequence length. Also, in this case,
sequence length determining sections 105 and 164 identify to
perform cyclic extension when the bandwidth in which a ZC
sequence is allocated by distributed FDM is less than the SRS
transmission bandwidth, and identify to perform truncation
when the bandwidth in which the ZC sequence is allocated by
distributed FDM is greater than the SRS transmission band-
width, such that the ZC sequence matches the SRS transmis-
sion bandwidth.

Also, although an uplink DM-RS has been described above
as an example with Embodiments 1 to 3, for example, an SRS,
downlink RS and pilot signal for synchronization are equally
applicable. In this case, it is necessary to generate CAZAC
sequences of a plurality of transmission bandwidths (i.e. the
numbers of RB’s) from a single basic sequence length, and
change the number of cyclic extension and truncation sym-
bols for a CAZAC sequence of the basic sequence length,
depending on the increase or decrease in the transmission
bandwidth (i.e. the number of RB’s). Similarly, although an
uplink SRS has been described above as an example with
Embodiments 4 and 5, a DM-RS, downlink RS and pilot
signal for synchronization are equally applicable.

Also, as a position in which cyclic extension or truncation
is performed, it is possible to set both ends of a ZC sequence
as shown in FIG. 16, or set only one end of'a ZC sequence as
shown in FIG. 7. Also, as a position in which cyclic extension
or truncation is performed, it is possible to set the central part
of'a ZC sequence as shown in FI1G. 17.

Embodiment 6

A case will be explained with Embodiment 6 of the present
invention where the relationships between the sequence

5

10

20

25

30

35

40

45

50

55

60

65

18

length (basic sequence length), the transmission bandwidth
(the number of RB’s) and the number of cyclic extension and
truncation symbols, vary per RPF (RePetition Factor).

The configurations of the terminal and the base station
according to Embodiment 6 of the present invention are the
same as the configurations shown in FIG. 5 and FIG. 6 in
Embodiment 1, and differ from these configurations only in
part of the functions, and different functions will be explained
using FIG. 5 and FIG. 6.

Control information extracted in decoding section 104 in
the terminal includes RPF information in addition to trans-
mission bandwidth information (about the number of RB’s),
and the extracted control information is outputted to sequence
length determining section 105.

Using transmission bandwidth (i.e. the number of RB’s)
information and RPF information outputted from decoding
section 104, sequence length determining section 105 in the
terminal determines the basic sequence length and the num-
ber of cyclic extension and truncation symbols, based on a
table showing the relationships between the basic sequence
length, the transmission bandwidth (the number of RB’s) and
the number of cyclic extension and truncation symbols,
which vary depending on an RPF. Sequence length determin-
ing section 105 outputs sequence information to ZC sequence
generating section 107 and outputs the number of cyclic
extension and truncation symbols to cyclic extension and
truncation processing section 108.

Similar to sequence length determining section 105 in the
terminal, sequence length determining section 164 in the base
station holds a table showing the relationships between the
basic sequence length, the transmission bandwidth (the num-
ber of RB’s) and the number of cyclic extension and trunca-
tion symbols, which vary depending on an RPF, and deter-
mines the basic sequence length of a ZC sequence and the
number of cyclic extension and truncation symbols.
Sequence length determining section 164 outputs the
sequence length information to ZC sequence generating sec-
tion 165 and the number of cyclic extension and truncation
symbols to cyclic extension and truncation processing section
166.

Next, the tables provided in sequence length determining
section 105 in the terminal and sequence length determining
section 164 in the base station, will be explained. Here, to
reduce the number of sequence lengths (N) of ZC sequences
to store in the base station and the terminal, as shown in FIG.
18, a sequence length (N) of a ZC sequence is provided every
12 subcarriers (1 RB).

In this condition, sequence length determining sections
105 and 164 provide a table showing the relationships
between the basic sequence length, the transmission band-
width (the number of RB’s) and the number of cyclic exten-
sion and truncation symbols, which vary per RPF. In this case,
a sequence length associated with the number of RB’s of the
integer close to (transmission bandwidth (RB)/RPF), is set as
the basic sequence length, and cyclic extension or truncation
is performed for the ZC sequence of the basic sequence length
to match the transmission bandwidth. Here, it is preferable to
set a sequence length associated with the number of RB’s of
the integer closest to (transmission bandwidth (RB)/RPF), as
the basic sequence length. Also, it is possible to set a sequence
length associated with the number of RB’s of the integer
closest to (transmission bandwidth (RB)/RPF), as the basic
sequence length, in a range in which the transmission band-
width is narrow, and set a sequence length associated with the
number of RB’s of the integer close to (transmission band-
width (RB)/RPF), as the basic sequence length, in a range in
which the transmission bandwidth is wide.
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Methods of finding the number of RB’s of the integer
closest to (transmission bandwidth (RB)/RPF), include the
following method. That is, for example, floor(transmission
bandwidth (RB)/RPF), ceil(transmission bandwidth (RB)/
RPF) and round(transmission bandwidth (RB)/RPF) are pos-
sible. Here, these are examples, and it is possible to use only
one of these or use two or three of these, depending on the
number of RB’s. For example, it is possible to use only
floor(transmission bandwidth (RB)/RPF), use only ceil
(transmission bandwidth (RB)/RPF) or use both methods
depending on the number of RB’s.

Also, the above methods of “performing cyclic extension
or truncation of a ZC sequence of the basic sequence length to
match a transmission bandwidth,” include the following
methods. That is, if the bandwidth in which a ZC sequence of
the basic sequence length is allocated by distributed FDM is
greater than the transmission bandwidth, truncation is per-
formed to match the transmission bandwidth (the number of
RB’s). By contrast, if the bandwidth in which a ZC sequence
of the basic sequence length is allocated by distributed FDM
is less than the transmission bandwidth, cyclic extension is
performed to match the transmission bandwidth (the number
of RB’s).

Here, a case will be explained in detail using FIG. 19,
where a sequence length associated with the number of RB’s
of'the integer closest to (transmission bandwidth (RB)/RPF),
is set as the basic sequence length using floor(transmission
bandwidth (RBYRPF). In a ZC sequence of the basic
sequence length of 23, although the ZC sequence is associ-
ated with the number of subcarriers 24 (i.e. transmission
bandwidth of 2 RB’s) upon RPF=1, the ZC sequence is asso-
ciated with the numbers of subcarriers 24 (i.e. transmission
bandwidth of 4 RB’s) and 30 (i.e. transmission bandwidth of
5 RB’s). Further, in the ZC sequence of the basic sequence
length of 23, although the possible number of cyclic exten-
sion and truncation symbols is only (+1) upon RPF=1, the
possible number of cyclic extension and truncation symbols
is one of (+1) to (+7) upon RPF=2. Thus, the relationships
between the basic sequence length, the transmission band-
width (the number of RB’s) and the number of cyclic exten-
sion and truncation symbols, vary per RPF. Here, for ease of
explanation, although the table shown in FIG. 19 has been
explained in detail as an example, the present invention is not
limited to this, and, equations and other methods are equally
possible as long as these provide the relationships between
the basic sequence length, the transmission bandwidth (the
number of RB’s) and the number of cyclic extension and
truncation symbols, which vary per RPF.

Also, FIG. 20 shows a specific example of transmission by
distributed FDM of RPF=3 in transmission bandwidths of 2
RB’s and 5 RB’s. FIG. 20A illustrates a state where a ZC
sequence of the basic sequence length of 11 (i.e. a sequence
length of 1 RB) is generated upon a transmission bandwidth
of'2 RB’s, and, if this ZC sequence is allocated by distributed
FDM, the result is greater than the transmission bandwidth,
and, consequently, the tail part of the ZC sequence is removed
to match the number of subcarriers in the transmission band-
width, and the resulting sequence is allocated. On the other
hand, FIG. 20B illustrates a state where a ZC sequence of the
basic sequence length of 11 (i.e. a sequence length of 1 RB) is
generated upon a transmission bandwidth of 5 RB’s, and, if
this ZC sequence is allocated by distributed FDM, the result
is less than the transmission bandwidth, and, consequently,
the head part of the ZC sequence is repeated to match the
number of subcarriers in the transmission bandwidth, and the
resulting sequence is allocated.
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Thus, according to Embodiment 6, upon changing the rela-
tionships between the basic sequence length, the transmission
bandwidth (the number of RB’s), the number of cyclic exten-
sion and truncation symbols on a per RPF basis, by setting a
sequence length associated with the number of RB’s of the
integer close to (transmission bandwidth (RB)/RPF), as the
basic sequence length, and by performing cyclic extension or
truncation of a ZC sequence of the basic sequence length to
match the transmission bandwidth, it is possible to select the
basic sequence length suitable to the transmission bandwidth
on a per RPF basis, and match a reference signal to a trans-
mission bandwidth and transmit the resulting signal. Also,
even in the case of RPF>1, it is possible to maintain low cross
correlation between sequences having the same basic
sequence length and RPF, and improve an alleviation effect of
interference waves.

Also, if there are a plurality of the numbers (e.g. two) of
RB’s of integers closest to (transmission bandwidth (RB)/
RPF), it is possible to set a sequence length having a smaller
number of cyclic extension and truncation symbols among
the sequence lengths associated with the numbers of RB’s, as
the basic sequence length.

Also, to match the number of subcarriers in the transmis-
sion bandwidth (the number of RB’s), it is possible to apply
both cyclic extension and truncation or apply only one of
cyclic extension and truncation. That is, although ZC
sequences of a plurality of bandwidths are generated from a
single basic sequence length, it is possible to apply only
cyclic extension using the sequence length of the shortest
transmission bandwidth (i.e. the number of RB’s) as the basic
sequence length among the plurality of bandwidths, or apply
only truncation using the sequence length of the longest trans-
mission bandwidth (i.e. a largest number of RB’s) as the basic
sequence length.

Also, the relationship between RPF and the possible num-
ber of cyclic extension and truncation symbols may be
rephrased “the possible number of cyclic extension and trun-
cation symbols increases according to an increased RPF.”

Further, the number of subcarriers and basic sequence
length that are actually used, may be associated with each
other. That is, instead of setting a sequence length associated
with the number of RB’s of the integer closest to (transmis-
sion bandwidth (RB)/RPF) as the basic sequence length, it is
possible to set the sequence length closest to (the number of
subcarriers/RPF) among sequence lengths available for
RPF=1 as the basic sequence length.

Here, it is preferable to set the sequence length closest to
(the number of subcarriers/RPF) among sequence lengths
available for RPF=1 as the basic sequence length. By this
means, it is possible to minimize the number of symbols
subject to cyclic extension or truncation to match a transmis-
sion bandwidth. To be more specific, when distributed FDM
transmission is performed with 60 transmission subcarriers
(i.e. 5 RB’s) and RPF=2, the sequence length closest to 30
(-60/2) is set as the basic sequence length among sequence
lengths available for RPF=1 (in FIG. 19, 11, 23, 31, and so
on). That is, it follows that a ZC sequence of the basic
sequence length of 31 is generated and only one symbol in the
ZC sequence of the basic sequence length is subject to exten-
sion.

Embodiment 7

A case will be explained with Embodiment 7 of the present
invention where a sequence length associated with the num-
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ber of RB’s close to (transmission bandwidth (RB)/RPF)
among the numbers of RB’s applicable to DM-RS, is set as
the basic sequence length.

In Non-Patent Document 3, studies are underway to use
localized FDM, which is used to transmit a ZC sequence by
consecutive subcarriers to a demodulation reference signal
(DM-RS) for PUSCH (Physical Uplink Shared Channel), and
provide a sequence length (N) per RB in which a data trans-
mission bandwidth is present. Here, as shown in FIG. 21, the
number of RB’s in which a data transmission bandwidth is
present, is represented by multiples of 2, 3 and 5. For
example, upon applying cyclic extension, a sequence length
is 11 in a bandwidth of 1 RB (i.e. 12 subcarriers), 12 in a
bandwidth of 2 RB’s (i.e. 24 subcarriers) or 31 in a bandwidth
of' 3 RB’s (i.e. 36 subcarriers).

On the other hand, it is adopted to use sequence lengths (N)
provided for a DM-RS for PUSCH, for reference signals
other than a DM-RS for PUSCH. For example, in a sounding
RS of RPF=2 (for distributed FDM transmission) used to
measure received quality, ZC sequences (sequence lengths)
for a DM-RS are reused.

Thus, the sequence length (N) of a ZC sequence is a
sequence length applicable to a DM-RS, that is, the sequence
length of the number of RB’s that can be represented by
multiples of 2, 3 or 5.

The configurations of the terminal and the base station
according to Embodiment 7 of the present invention are the
same as the configurations shown in FIG. 5 and FIG. 6 in
Embodiment 1, and differ from these configurations only in
part of the functions, and the different functions will be
explained.

In a table, which is provided by sequence length determin-
ing section 105 in the terminal and sequence length determin-
ing section 164 in the base station and which shows the
relationships between the basic sequence length, the trans-
mission bandwidth (i.e. the number of RB’s) and the number
of cyclic extension and truncation symbols, which vary
depending on RPF, the sequence length of the number of RB’s
close to (transmission bandwidth (RB)/RPF) is set as the
basic sequence length among the sequence lengths applicable
to a DM-RS. Here, it is preferable to set a sequence length
associated with the number of RB’s of the integer closest to
(transmission bandwidth (RB)/RPF) as the basic sequence
length among the sequence lengths applicable to a DM-RS.
To be more specific, the sequence length of the maximum
number of RB’s equal to or less than (transmission bandwidth
(RB)/RPF) or the sequence length of the minimum number of
RB’s equal to or greater than (transmission bandwidth (RB/
RPF), is set as the basic sequence length, where these num-
bers of RB’s are applicable to a DM-RS.

Here, it is possible to use only the maximum number of
RB’s that is equal to or less than (transmission bandwidth
(RB)/RPF), use only the minimum number of RB’s that is
equal to or greater than (transmission bandwidth (RB)/RPF),
or use both according to the number of RB’s.

A case will be explained below in detail using FIG. 22,
where a sequence length associated with the maximum num-
ber of RB’s that is equal to or less than (transmission band-
width (RB)/RPF) and that is applicable to a DM-RS, is set as
the basic sequence length. First, in a bandwidth in which a
data transmission bandwidth is not provided (e.g. in 7 RB’s),
even the basic sequence length for a DM-RS is not provided.
Therefore, for the number of RB’s for which the basic
sequence length is not provided, it is necessary to generate a
ZC sequence of the basic sequence length associated with the
number of RB’s before or after that number of RB’s for which
the basic sequence length is not provided, and perform cyclic
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extension or truncation of the generated ZC sequence to
match the transmission bandwidth.

For example, in RPF=1, when the transmission bandwidth
(the number of RB’s) is 7 RB’s, the ZC sequence of the
sequence length associated with a transmission bandwidth
(the number of RB’s) of 6 RB’s is generated and is subject to
cyclic extension to match the transmission bandwidth. Alter-
natively, a ZC sequence of the sequence length associated
with a transmission bandwidth (the number of RB’s) of 8
RB’s is generated and is subject to truncation to match the
transmission bandwidth.

Further, upon performing transmission with a transmission
bandwidth (the number of RB’s) of 14 RB’s using distributed
FDM of RPF=2, the basic sequence length associated with a
transmission bandwidth (the number of RB’s) of 7 RB’s is not
provided, and, consequently, a ZC sequence of the basic
sequence length of 71 in a transmission bandwidth (the num-
ber of RB’s) of 6 RB’s is generated, and the head part of this
ZC sequence is repeated to match the transmission band-
width. Alternatively, a ZC sequence of the basic sequence
length of 89 in a transmission bandwidth (the number of
RB’s) of 8 RB’s is generated, and the tail part of this ZC
sequence is removed to match the transmission bandwidth.

Also, to match a ZC sequence to the transmission band-
width (the number of RB’s), it is possible to apply both cyclic
extension and truncation or apply only one of cyclic extension
and truncation. That is, although ZC sequences of a plurality
of bandwidths are generated from a single basic sequence
length, it is possible to set the sequence length of the shortest
bandwidth (the smallest number of RB’s) among the plurality
of bandwidths, as the basic sequence length, and apply only
cyclic extension, or it is possible to set the sequence length of
the longest bandwidth (the largest number of RB’s) as the
basic sequence length and apply only truncation.

Thus, according to Embodiment 7, by setting, as the basic
sequence length, a sequence length associated with the num-
ber of RB’s close to (transmission bandwidth (RB)/RPF)
among the numbers of RB’s applicable to a DM-RS, it is
possible to select the basic sequence length from sequence
lengths associated with the numbers of RB’s applicable to the
DM-RS, so that it is possible to reduce the amount of infor-
mation of sequence lengths stored in the base station and the
terminal.

Also, although an example case has been described above
with the present embodiment using (transmission bandwidth
(RB)/RPF), the present invention is not limited to this, and it
is equally possible to use, as the basic sequence length, a
sequence length close to (the number of transmission subcar-
riers/RPF) among sequences applicable to a DM-RS.

Also, although a case has been described above with the
present embodiment where a sequence length applicable to a
DM-RS for PUSCH is used as a reference, the present inven-
tion is not limited to this, and it is equally possible to use, for
example, the sequence length of an SRS as a reference.

Embodiment 8

The configurations of the terminal and the base station
according to Embodiment 8 of the present invention are the
same as the configurations shown in FIG. 5 and FIG. 6 in
Embodiment 1, and differ from these configurations only in
part of the functions, and the different functions will be
explained.

The table provided in sequence length determining section
105 of the terminal and sequence length determining section
164 of the base station holds the relationships between the
basic sequence length, the transmission bandwidth (the num-



US 9,265,046 B2

23

ber of RB’s) and the number of cyclic extension and trunca-
tion symbols, which vary depending on RPF, for increasing
the possible number of cyclic extension and truncation sym-
bols when the basic sequence length increases.

In other words, when the basic sequence length is longer,
the possible number of cyclic extension and truncation sym-
bols of a ZC sequence generated from the basic sequence
length is increased, and, when the basic sequence length is
shorter, the possible number of cyclic extension and trunca-
tion symbols of a ZC sequence generated from the basic
sequence length is decreased.

Also, when the number of cyclic extension and truncation
symbols is larger than the possible number of cyclic extension
and truncation symbols, as shown in FIG. 23, transmission is
not performed for symbols beyond the possible number of
cyclic extension and truncation symbols. However, although
a non-transmission part is provided in the tail of a ZC
sequence in FIG. 23B, it is equally possible to provide that
part in the head of the ZC sequence or both in the head and in
the tail of the ZC sequence.

Thus, according to Embodiment 8, by increasing the pos-
sible number of cyclic extension and truncation symbols
when the basic sequence length increases and providing a
non-transmission part when the number of cyclic extension
and truncation symbols is greater than the possible number of
cyclic extension and truncation symbols, it is possible to
prevent an increase of CM in a ZC sequence of a shorter basic
sequence length.

Also, although cases have been described above with
Embodiments 6 to 8 using an uplink SRS as an example, it is
equally possible to apply the present invention to, for
example, a DM-RS, downlink pilot signal and pilot signal for
synchronization.

Also, in above Embodiments 1 to &, it is desirable to set the
number of cyclic extension and truncation symbols less than
a sequence length, or set the possible number of cyclic exten-
sion and truncation symbols less than a sequence length. By
this means, it is possible to prevent the same ZC sequence
from repeating several times in the frequency domain and
prevent the time domain CM characteristics from increasing
extremely.

Also, it is possible to replace a reference signal with a pilot
signal, basic signal, reference signal, and so on.

Also, in the above embodiments, it is not necessary to
apply the present invention to the whole transmission band,
and it is equally possible to apply the present invention to a
partial transmission bandwidth. Also, it is possible to make
exceptions in the case of the shortest basic sequence length or
the longest sequence length. For example, although a case has
been described above with Embodiment 2 where the number
of transmission bandwidths that can be generated from a ZC
sequence of a single basic sequence length increases when a
transmission bandwidth is longer, in the ZC sequence of the
longest sequence length, it is equally possible to decrease the
number of transmission bandwidths that can be generated
from a ZC sequence of a single basic sequence length. Also,
it is not necessary to assign a single basic sequence length to
consecutive transmission bandwidths, and it is possible to
assign a single basic sequence length to distant transmission
bandwidths. For example, it is possible to assign the basic
sequence length N(c) to transmission bandwidth a, transmis-
sion bandwidth ¢ and transmission bandwidth e, and assign
the basic sequence length N(d) to transmission bandwidth b,
transmission bandwidth d and transmission bandwidth f.

Also, although cases have been described above with
embodiments where the relationships between the transmis-
sion bandwidth and the sequence length is common in a
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plurality of cells, the present invention needs not to be limited
to this, and it is equally possible to make the relationships
between the transmission bandwidth and the sequence length
common in all cells, in cells in which frame synchronization
is established, or only in one cell.

Also, although cases have been described above with
embodiments using an uplink as an example, it is equally
possible to apply the present invention to a downlink. Further,
the present embodiments are not limited to the 3GPP LTE
system.

Also, although cases have been described above with
embodiments using a ZC sequence of an odd-number
sequence length, it is equally possible to apply the present
invention to other sequences than a ZC sequence of an odd-
number sequence length in the same way as long as a coding
sequence is used. For example, it is equally possible to apply
the present invention even to a ZC sequence of an even-
number sequence length. Also, it is equally possible to apply
the present invention to a GCL (Generalized Chirp Like)
sequence incorporating a ZC sequence. Further, it is possible
to apply a Frank sequence, a PN sequence such as an M
sequence and gold sequence, a sequence acquired by per-
forming cyclic extension or truncation of a CAZAC-based
sequence, a sequence puncturing a ZC sequence, various
sequences such as random CAZAC, OLZC and RAZA, and
other CAZAC sequences (including a sequence generated by
computer).

The above GCL sequence will be shown below using an
equation. A GCL sequence of the sequence length N is rep-
resented by equation 5 when “N” is an even number, or
represented by equation 6 when “N” is an odd number.

(Equation 5)

2mr( k2
Crm(k) = exp _]W 5 + gk | ¢b;(k mod m)

(Equation 6)

_27rr(k(k+1)

Crmk) = exp{—]W 5 + qk]}b; (k mod m)

Here, k=0, 1, 2, . . ., N-1, q is an arbitrary integer, r is
coprime with N and lower than N, bi (k mod m) is an arbitrary
complex number where i=0, 1, .. ., m-1. Also, to minimize
the cross correlation between GCL sequences, an arbitrary
complex number of amplitude 1 is used as bi (k mod m).

Thus, a GCL sequence is a sequence multiplying a Zadoft-
Chu sequence by bi (k mod m).

Also, although cases have been described above with
embodiments where determination of the sequence length
based on transmission bandwidth information, generation of
a ZC sequence, and cyclic extension and truncation process-
ing are performed in order, the present invention is not limited
to this, and it is equally possible to employ a configuration of
holding and referring to a table associating in advance
sequences including sequences subjected to cyclic extension
or truncation with individual transmission bandwidth infor-
mation.

Although a case has been described above with the above
embodiments as an example where the present invention is
implemented with hardware, the present invention can be
implemented with software.
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Furthermore, each function block employed in the descrip-
tion of each of the aforementioned embodiments may typi-
cally be implemented as an LSI constituted by an integrated
circuit. These may be individual chips or partially or totally
contained on a single chip. “L.SI” is adopted here but this may
also be referred to as “IC,” “system LSI,” “super LSL” or
“ultra LSI” depending on differing extents of integration.

Further, the method of circuit integration is not limited to
LSI’s, and implementation using dedicated circuitry or gen-
eral purpose processors is also possible. After L.SI manufac-
ture, utilization of an FPGA (Field Programmable Gate
Array) or a reconfigurable processor where connections and
settings of circuit cells in an LSI can be reconfigured is also
possible.

Further, if integrated circuit technology comes out to
replace L.SI’s as a result of the advancement of semiconductor
technology or a derivative other technology, it is naturally
also possible to carry out function block integration using this
technology. Application of biotechnology is also possible.

Also, in the above embodiments, a base station may be
referred to as “Node B,” a terminal may be referred to as
“UE,” and a subcarrier may be referred to as “tone.”

The disclosures of Japanese Patent Application No. 2007-
207186, filed on Aug. 8, 2007, and Japanese Patent Applica-
tion No. 2007-279224, filed on Oct. 26, 2007, including the
specifications, drawings and abstracts, are incorporated
herein by reference in their entireties.

INDUSTRIAL APPLICABILITY

The wireless transmitting apparatus and wireless commu-
nication method according to the present invention can
reduce interference between sequences and reduce the circuit
scale and the amount of calculations even when RS’s are
transmitted by different transmission bandwidths, and are
applicable to, for example, a wireless communication base
station apparatus and wireless communication terminal appa-
ratus in a mobile communication system.

The invention claimed is:

1. A wireless transmitting apparatus comprising:

a sequence length determining section configured to asso-
ciate a basic sequence length with a plurality of trans-
mission bandwidths, and configured to determine the
basic sequence length associated with a transmission
bandwidth indicated by transmission bandwidth infor-
mation, and determine a difference between the trans-
mission bandwidth and the basic sequence length asso-
ciated with the transmission bandwidth, as a number of
cyclic extension and truncation symbols;

a reference signal generating section configured to gener-
ate, as a reference signal, a sequence by performing one
of cyclic extension processing and truncation processing
on a sequence of the basic sequence length based on the
number of cyclic extension and truncation symbols; and

atransmission section configured to transmit the sequence,

wherein the sequence length determining section is con-
figured to determine a possible number of cyclic exten-
sion and truncation symbols that represents a maximum
possible number of symbols subject to cyclic extension
or truncation, so as to make equal a ratio between the
possible number of cyclic extension and truncation sym-
bols and the basic sequence length in the plurality of
transmission bandwidths.

2. The wireless transmitting apparatus according to claim

1, wherein the sequence length determining section is con-
figured to hold association relationships associating the basic
sequence length with a smaller number of transmission band-
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widths when the transmission bandwidth is shorter, and con-
figured to associate the basic sequence length with a larger
number of transmission bandwidths when the transmission
bandwidth is longer.

3. The wireless transmitting apparatus according to claim
1, wherein the sequence length determining section is con-
figured to decrease a possible number of cyclic extension and
truncation symbols, which represents a maximum possible
number of symbols subject to cyclic extension or truncation,
when the transmission bandwidth indicated by the transmis-
sion bandwidth information is shorter, and configured to
increase the possible number of cyclic extension and trunca-
tion symbols, when the transmission bandwidth indicated by
the transmission bandwidth information is longer.

4. The wireless transmitting apparatus according to claim
1, wherein the transmission section is configured to transmit
the sequence by distributed frequency division multiplexing
to perform allocation at regular subcarrier intervals.

5. The wireless transmitting apparatus according to claim
1, wherein the sequence length determining section is con-
figured to hold an association relationship associating a single
basic sequence length with a plurality of sounding reference
signal transmission bandwidths.

6. The wireless transmitting apparatus according to claim
1, wherein the sequence length determining section is con-
figured to hold association relationships between a basic
sequence length, a transmission bandwidth and a number of
cyclic extension symbols on a per repetition factor basis; and
is configured to determine, as a basic sequence length, a
sequence length associated with a number of repetition fac-
tors of an integer close to a result of dividing a transmission
bandwidth represented by a number of resource blocks by a
repetition factor.

7. The wireless transmitting apparatus according to claim
1, wherein the sequence length determining section is con-
figured to hold association relationships between a basic
sequence length, a transmission bandwidth and a number of
cyclic extension symbols on a per repetition factor basis; and
is configured to determine, as a basic sequence length, a
sequence length of an integer close to a result of dividing a
number of transmission subcarriers by a repetition factor,
among sequence lengths available for the repetition factor of
“17.

8. The wireless transmitting apparatus according to claim
7, wherein the sequence length determining section is con-
figured to determine, as the basic sequence length, a sequence
length that is applicable to a demodulation reference signal
and that is associated with one of a maximum number of
reference signals equal to or less than a result of dividing a
transmission bandwidth represented by a number of reference
signals by a repetition factor and a minimum number of
reference signals greater than a result of dividing the trans-
mission bandwidth represented by a number of reference
signals by the repetition factor.

9. The wireless transmitting apparatus according to claim
7, wherein the sequence length determining section is con-
figured to increase a possible number of cyclic extension and
truncation symbols when the basic sequence length increases.

10. The wireless transmitting apparatus according to claim
3, wherein the sequence length determining section is con-
figured to provide a non-transmission symbol when the num-
ber of cyclic extension and truncation symbols is greater than
the possible number of cyclic extension and truncation sym-
bols.

11. A wireless communication method comprising:

associating a basic sequence length with a plurality of

transmission bandwidths,
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determining the basic sequence length associated with a
transmission bandwidth indicated by transmission
bandwidth information;

determining a difference between the transmission band-
width and the basic sequence length associated with the
transmission bandwidth, as anumber of cyclic extension
and truncation symbols;

determining a possible number of cyclic extension and
truncation symbols that represents a maximum possible
number of symbols subject to cyclic extension or trun-
cation, so as to make equal a ratio between the possible
number of cyclic extension and truncation symbols and
the basic sequence length in the plurality of transmission
bandwidths;

generating, as a reference signal, a sequence by performing
one of cyclic extension processing and truncation pro-
cessing on a sequence of the basic sequence length based
on the number of cyclic extension and truncation sym-
bols; and

transmitting the sequence.
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